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than 2 billion people worldwide . Gut microbiota
comprises of abundant species of bacteria and their
diversity is significantly contributes to Good health;
whereas, changes in their composition to the
development of diseases. Diet is one of the main factors
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with normal chow diet, the obese 100% 1 100% -
group with cafeteria (CAF) diet. oo sone |
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accordingly
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samples using QIAamp DNA kit. Gene expression analysis of Inflammatory markers
¥ PQR exp er.n.nents. were done ¢ The results showed significant up-regulation
using specific primer for the 1 of IL-1B, IL-10 & IL-22 in both WGR &
respective  gut  microbiome obese compared to the control groups
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dynamic mechanism behind the diet induced animal care and husbandry

obesity and the weight gain resistant phenotypes. >
% If all these parameters are satisfied, then
certainly a study of this kind might reveal the
mechanism in detail with more clarity for further
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